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physiology, 25 
overwintering, 344 
risk, 1034 
southern California, 344 
temperature, 309 
transmission, 309 
West Nile virus, 309, 344, 356 
western scrub-jay, 356 
Culex theileri, 
Dirofilaria immitis, 104 
Portugal, 104 
vector, 104 
Culex vishnui, 
development, 185 
Japanese encephalitis, 185 
survival, 185 
vector, 185 
Culicidae, 
allozymes, 455 
Anopheles, 455 
RAPD, 455 
taxonomy, 455 
Culicoides, 73, 323, 568, 840, 1020 
abundance, 840 
Bluetongue virus, 73 
cattle, 323, 840 
ceratopogonids, 1020 
Louisiana, 1020 
oral susceptibility, 73 
species composition, 840 
vector competence, 73, 323, 
568 
vesicular stomatitis, 323, 568 
West Nile virus, 1020 
Culiseta longiareolata, 
mosquito, 493 
Notonecta maculata, 493 
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oviposition site selection, 493 
pool depth, 493 
Culiseta melanura, 
Aedes vexans, 1088 
host-feeding pattern, 1088 
mosquito, 1088 
West Nile virus, 1088 
cytochrome oxidase I, 
Aedes, 40 
dengue vector, 40 
internal transcribed spacer 2, 
40 
phylogeny, 40 
cytochrome P450 
monooxygenases, 
Aedes aegypti, 55 
dengue, 55 
mosquito control, 55 
new insecticides, 55 
cytogenetic photomap, 
Anopheles stephensi, 861 
fluorescent in situ 
hybridization, 861 
polytene chromosomes, 861 
cytokines, 
Borrelia afzelii, 1208 
complement, 1208 
Ixodes ricinus, 1208 
phagocytosis, 1208 
cytoplasmic incompatibility, 
Aedes albopictus, 689 
immature survivorship, 689 
population replacement, 689 
Wolbachia, 689 


D 
decision support, 
insecticide resistance, 663 
malaria, 663 
deer browse-resistant exotic- 
invasive plants, 
blacklegged ticks, 1142 
habitat, 1142 
hosts, 1142 
Ixodes scapularis, 1142 
degree-day analysis, 
blow flies, 1276 
post-mortem interval, 1276 
temperature thresholds, 1276 
degree-days, 
Culex tarsalis, 309 
temperature, 309 
transmission, 309 
West Nile virus, 309 
delayed effect, 
binary toxin, 726 
Culex quinquefasciatus, 726 
Mtxl, 726 
deltamethrin, 
colored nets, 875 
dipping, 875 
washing, 875 


denaturing gradient gel 
electrophoresis, 
ammonium nitrogen, 1153 
bacteria, 1153 
constructed wetlands, 1153 
Culex, 1153 
dengue, 55, 214, 330, 484 
Aedes, 214 
Aedes aegypti, 55, 484 
Aedes breeding, 330 
competition, 484 
cytochrome P450 
monooxygenases, 55 
ecology, 484 
food limitation, 484 
mosquito control, 55 
new insecticides, 55 
ovitraps, 214 
Panicum maximum, 214 
Socioeconomic status, 330 
surveillance, 330 
tree holes, 330 
yellow fever, 214 
dengue vector, 
Aedes, 40 
cytochrome oxidase I, 40 
internal transcribed spacer 2, 
40 
phylogeny, 40 
density, 
Anopheles, 820 
irrigation, 820 
size, 820 
survivorship, 820 
DEPA, 
black flies, 518 
mosquitoes, 518 
repellent, 518 
sand flies, 518 
Dermacentor, 
geographical distribution, 415 
Haemaphysalis, 415 
Ixodes, 415 
modeling, 415 
Dermacentor albipictus, 
establishment, 810 
Illinois, 810 
Ixodes scapularis, 810 
white-tailed deer, 810 
Dermacentor andersoni, 17, 971 
Anaplasma marginale, 971 
bison, 971 
distribution, 17 
ticks, 971 
transmission, 971 
United States, 17 
Dermacentor variabilis, 
Amblyomma americanum, 61 
Borrelia burgdorferi, 61 
Ixodes scapularis, 61 
Lyme disease, 61 
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desiccation resistance, 
adult diapause, 713 
cold hardiness, 713 
hsp70, 713 
supercooling point, 713 

detritus, 
bottom-up effects, 828 
discing, 828 
paddy, 828 

development, 
Culex vishnui, 185 
Japanese encephalitis, 185 
survival, 185 
vector, 185 

diagnosis, 
ELISA, 248 
Leishmania tropica, 248 
Phlebotomus sergenti, 248 
Turkey, 248 

digestive tract, 
antibody, 539 
immunoglobulin, 539 
Sarcoptes scabiei, 539 
vaccine, 539 

dipping, 
colored nets, 875 
deltamethrin, 875 
washing, 875 

Diptera, 
conserved primers, 636 
control region, 636 
mitochondrial DNA, 636 
tRNAs, 636 

Dirofilaria, 
Culex pipiens, 574 
Italy, 574 
vector, 574 

Dirofilaria immitis, 
Culex theileri, 104 
Portugal, 104 
vector, 104 

discharge water, 
Culex tarsalis, 1034 
risk, 1034 

discing, 
bottom-up effects, 828 
detritus, 828 
paddy, 828 

disease reservoirs, 
arthropod vectors, 743 
Borrelia burgdorferi, 743 
Ixodes, 743 
Neotoma fuscipes, 743 

dispersa', 1, 1112 
Aedes aegypti, 1112 
Aedes aibopictus, 1, 1112 
invasion, 1 
New Zealand, 1 
Stegomyia, 1112 
yellow fever, 1112 
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distribution, 17, 138, 762 
Borrelia burgdorferi, 762 
breeding sites, 138 
Dermacentor andersoni, 17 
first record, 138 
Ixodes scapularis, 762 
Lyme disease, 762 
Ochlerotatus japonicus, 138 
Ontario, 138, 762 
United States, 17 

DNA, 

Aedes, 795 
phylogeny, 795 
pitcher plant, 795 
Stegomyia, 795 


E 
EAG, 
behavioral response, 207 
Culex quinquefasciatus, 207 
human skin emanations, 207 
semiochemicals, 207 
ecdysis, 
azadirachtin, 262 
ecdysone, 262 
Lutzomyia longipalpis, 262 
metamorphosis, 262 
ecdysone, 
azadirachtin, 262 
ecdysis, 262 
Lutzomyia longipalpis, 262 
metamorphosis, 262 
ecological genetics, 
Calliphoridae, 1023 
forensic entomology, 1023 
life history, 1023 
Lucilia sericata, 1023 
ecological niche models, 
malaria, 1068 
mosquitoes, 1068 
ecological stoichiometry, 
Culex quinquefasciatus, 25 
Culex tarsalis, 25 
larval mosquito nutritional 
physiology, 25 
ecology, 
Aedes aegypti, 484 
competition, 484 
dengue, 484 
food limitation, 484 
ectoparasites, 433, 789 
Chiroptera, 433 
Haller park wildlife, 789 
host choice, 433 
hosts, 789 
Streblidae, 433 
tick-host associations, 789 
ticks, 789 
egg batch size, 
Anopheles gambiae, 833 
body size, 833 
egg size, 833 
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fecundity, 833 
egg buster, 
Aedes aegypti, 68 
first instar, 68 
hatching, 68 
egg size, 
Anopheles gambiae, 833 
body size, 833 
egg batch size, 833 
fecundity, 833 
Ehrlichia, 
Amblyomma americanum, 1261 
Borrelia, 1261 
Rickettsia, 1261 
ELISA, 
diagnosis, 248 
Leishmania tropica, 248 
Phlebotomus sergenti, 248 
Turkey, 248 
emergence, 
mosquitoes, 594 
New Mexico Rio Grande, 594 
West Nile virus, 594 
empirical Bayes, 
crude rate, 777 
fully Bayesian, 777 
Lyme disease, 777 
spatiotemporal, 777 
encounter frequencies, 
A. americanum, 1269 
Borrelia, 1269 
I. scapularis, 1269 
infection prevalence, 1269 
endemism, 
Macaronesian Islands, 232 
Ochlerotatus eatoni, 232 
population structure, 232 
endosymbiont, 
Cimex lectularius, 696 
control strategies, 696 
pesticide resistance, 696 
Wolbachia, 696 
entomological inoculation rate, 
altitude, 580 
Anopheles arabiensis, 580 
malaria, 580 
Tanzania, 580 
enzyme, 
allergen, 1200 
proteases, 1200 
epidemiology, 505, 623 
arboviruses, 623 
Gaza Governorates, 505 
Pediculus humanus capitis, 505 
prevalence, 505 
vector infection, 623 
viremia, 623 
essential oils, 113, 889 
Argentinean plants, 889 
fumigants, 889 
Guinea-Bissau, 113 
head lice, 889 
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mosquito repellents, 113 
phytochemicals, 113 
repellents, 889 
Sweden, 113 
establishment, 
Dermacentor albipictus, 810 
Illinois, 810 
Ixodes scapularis, 810 
white-tailed deer, 810 
evolutionary relationships, 
molecular phylogeny, 443 
mosquito, 443 
Ochlerotatus, 443 
taxonomy, 443 
exotic species, 
foreign animal disease, 1099 
imported animals, 1099 
zoonotic disease, 1099 
external disinfection, 
Alphitobius diaperinus, 916 
bacteria, 916 
lesser mealworm, 916 
poultry litter beetle, 916 


F 


Fannia, 
Aptenia, 192 
Fanniinae, 192 
Muscidae, 192 
Fannia benjamini, 


attractant, 467 
“canyon flies”, 467 
CO,, 467 
Fannia conspicua, 467 
Fannia conspicua, 
attractant, 467 
“canyon flies”, 467 
CO,, 467 
Fannia benjamini, 467 
Fanniinae, 
Aptenia, 192 
Fannia, 192 
Muscidae, 192 
fecundity, 
Anopheles gambiae, 833 
body size, 833 
egg batch size, 833 
egg size, 833 
feeding behavior, 
Culex (Lutzia) fuscanus, 785 
larva, 785 
prey, 785 
feeding ecology, 
Anopheles gambiae larvae, 669 
surface layer algae, 669 
feeding indices, 
Aedes albopictus, 543 
blood feeding, 543 
host availability, 543 
microsatellite analyses, 543 
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filarial parasite, 
anticoagulant, 1222 
mosquito, 1222 
susceptibility, 1222 
first instar, 
Aedes aegypti, 68 
egg buster, 68 
hatching, 68 
first record, 
breeding sites, 138 
distribution, 138 
Ochlerotatus japonicus, 138 
Ontario, 138 
fleas, 
California, 93 
GARP, 93 
plague, 93 
vector, 93 
flies, 
bacteria, 1129 
Cochliomyia macellaria, 1129 
larval development, 1129 
flight initiation, 
Chagas disease, 143 
reinfestation, 143 
Triatominae, 143 
flora, 
colonization, 962 
infection, 962 
spider, 962 
Staphylococcus aureus, 962 
Florida, 
Aedes, 1134 
Culex, 1134 
rural, 1134 
urban, 1134 
flower odor, 
conditioned and naive 
response, 1164 


Culex pipiens pipiens molestus, 


1164 
phenyl acetaldehyde, 1164 
Silene otites, 1164 
fluorescent in situ hybridization, 
Anopheles stephensi, 861 
cytogenetic photomap, 861 
polytene chromosomes, 861 
fly abundance, 
Southern India, 631 
tsunami, 631 
food limitation, 
Aedes aegypti, 484 
competition, 484 
dengue, 484 
ecology, 484 
foreign animal disease, 
exotic species, 1099 
imported animals, 1099 
zoonotic disease, 1099 
forensic entomology, 
Calliphoridae, 1023 
ecological genetics, 1023 


life history, 1023 
Lucilia sericata, 1023 
forensic science, 
Chrysomya rufifacies, 1287 
workshop, 1287 
fully Bayesian, 
crude rate, 777 
empirical Bayes, 777 
Lyme disease, 777 
spatiotemporal, 777 
fumigants, 
Argentinean plants, 889 
essential oils, 889 
head lice, 889 
repellents, 889 


G 
GARP, 
California, 93 
fleas, 93 
plague, 93 
vector, 93 
Gaza Governorates, 
epidemiology, 505 
Pediculus humanus capitis, 505 
prevalence, 505 
GE-rich, 
Anopheles, 867 
malaria, 867 
mosquito, 867 
salivary gland, 867 
gene identification, 
Babesia bovis, 9 
Boophilus microplus, 9 
genome sequence, 9 
molecular genetics, 9 
gene mutation, 
acetylcholinesterase, 878 
Culex pipiens, 878 
insecticide resistance, 878 
gene variability, 
mitochondrial genome, 701 
molecular taxonomy, 701 
nuclear genome, 701 
Onchocerca volvulus, 701 
genome sequence, 
Babesia bovis, 9 
Boophilus microplus, 9 
gene identification, 9 
molecular genetics, 9 
geographic range, 
habitat, 403 
Ixodes scapularis, 403 
remote sensing, 403 
survival, 403 
geographical distribution, 
Dermacentor, 415 
Haemaphysalis, 415 
Ixodes, 415 
modeling, 415 
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geographical information system, 
Gran Chaco, 1060 
house infestation pattern, 1060 
peridomestic infestation, 1060 
T. infestans, 1060 

geometric morphometrics, 
Glossina palpalis, 853 
Guinea, 853 
microsatellite DNA, 853 
wings, 853 

Getah, 
Japanese encephalitis, 1076 
Korea, 1076 
mosquitoes, 107 
virus, 1076 
West Nile, 1076 

ginkgo exocarp, 
Culex pipiens pallens, 258 
larvicidal activity, 258 

GIS, 
Anopheles darlingi, 382 
Belize, 382 
larval habitats, 382 
remote sensing, 382 

Glossina, 301, 564 
isometamidium chloride, 564 
proteolytic lectin, 301 
transmission, 564 
Trypanosoma brucei brucei, 

564 

Trypanosoma congolense, 564 
trypanosome, 301 
tsetse fly, 301 

Glossina palpalis, 
geometric morphometrics, 853 
Guinea, 853 
microsatellite DNA, 853 
wings, 853 

glutathione S-transferase, 
insecticide resistance, 1171 
Iran, 1171 
malaria vectors, 1171 

Gran Chaco, 
geographical information 

system, 1060 

house infestation pattern, 1060 
peridomestic infestation, 1060 
T. infestans, 1060 

greenness and wetness indices, 
Landsat TM data, 337 
Lyme disease, 337 
remote sensing, 337 
tick abundance, 337 

Guinea, 
geometric morphometrics, 853 
Glossina palpalis, 853 
microsatellite DNA, 853 
wings, 853 

Guinea-Bissau, 
essential oils, 113 
mosquito repellents, 113 
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phytochemicals, 113 
Sweden, 113 


H 
habitat, 403, 1142 
blacklegged ticks, 1142 
deer browse-resistant exotic- 
invasive plants, 1142 
geographic range, 403 
hosts, 1142 
Ixodes scapularis, 403, 1142 
remote sensing, 403 
survival, 403 
Haemaphysalis, 
Dermacentor, 415 
geographical distribution, 415 
Ixodes, 415 
modeling, 415 
Haematobia irritans irritans, 
insecticide bioassays, 896 
kdr, 896 
pyrethroid resistance, 896 
Haller park wildlife, 
ectoparasites, 789 
hosts, 789 
tick-host associations, 789 
ticks, 789 
hatching, 
Aedes aegypti, 68 
egg buster, 68 
first instar, 68 
head lice, 110, 889 
Argentinean plants, 889 
Bartonella quintana, 110 
essential oils, 889 
fumigants, 889 
Nepai, 110 
PCR, 110 
repellents, 889 
trench fever, 110 
height, 
carbon dioxide, 151 
light trap, 151 
octenol, 151 
trapping scheme, 151 
hematophagous, 
biogenic amine, 252 
midgut, 252 
highlands, 
Anopheles funestus, 200 
Anopheles gambiae, 200 
population dynamics, 200 
horizontal transfer, 
antibiotic resistance, 288 
house fly gut, 288 
Musca domestica, 288 
shiga toxin, 288 
host attraction, 
birds, 225 
carbon dioxide, 225 
Culex, 225 
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host availability, 
Aedes albopictus, 543 
blood feeding, 543 
feeding indices, 543 
microsatellite analyses, 543 
host choice, 
Chiroptera, 433 
ectoparasites, 433 
Streblidae, 433 
host selection, 
human blood index, 947 
mixed bloodmeals, 947 
mosquitoes, 947 
host-baited collections, 
Camargue, 936 
mosquito potential vectors, 
936 
West Nile fever, 936 
host-feeding pattern, 
Aedes vexans, 1088 
Culiseta melanura, 1088 
mosquito, 1088 
West Nile virus, 1088 
hosts, 789, 1142 
blacklegged ticks, 1142 
deer browse-resistant exotic- 
invasive plants, 1142 
ectoparasites, 789 
habitat, 1142 
Haller park wildlife, 789 
Ixodes scapularis, 1142 
tick-host associations, 789 
ticks, 789 
house fly gut, 
antibiotic resistance, 288 
horizontal transfer, 288 
Musca domestica, 288 
shiga toxin, 288 
house infestation pattern, 
geographical information 
system, 1060 
Gran Chaco, 1060 
peridomestic infestation, 1060 
T. infestans, 1060 
house sparrow, 
chicken, 83 
Culex p. pipiens, 83 
Culex restuans, 83 
West Nile virus, 83 
hsp70, 
adult diapause, 713 
cold hardiness, 713 
desiccation resistance, 713 
supercooling point, 713 
human blood index, 774, 947 
Anopheles ziemanni, 774 
host selection, 947 
Kenya, 774 
malaria, 774 
mixed bloodmeals, 947 
mosquitoes, 947 
sporozoite infection, 774 
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human lymphocytes, 
IFNy, 283 
IL-10, 283 
mononuclear cells, 283 
T-regulatory cells, 283 
human skin emanations, 
behavioral response, 207 
Culex quinquefasciatus, 207 
EAG, 207 
semiochemicals, 207 
hybrid zone, 
Culex pipiens complex, 1227 
oviposition activity period, 
1227 
pipiens, 1227 
West Nile virus, 1227 
2-(2-hydroxyethy])-1-piperidine 
carboxylic acid 1- 
methylpropyl ester 
(1S, 2’S) methylpiperidinyl-3- 
cyclohexene-1- 
carboxamide, 34 
malaria vector, 34 
N,N-diethyl-3-methylbenz- 
amide, 34 
yellowfever mosquito, 34 


I 
Iberian Peninsula, 
18S and ITS-2 rDNA 
sequences, 508 
Anopheles, 508 
malaria, 508 
phylogenetic analysis, 508 
IFNy, 
human lymphocytes, 283 
IL-10, 283 
mononuclear cells, 283 
T-regulatory cells, 283 
IL-10, 
human lymphocytes, 283 
IFNy, 283 
mononuclear cells, 283 
T-regulatory cells, 283 
Illinois, 
Dermacentor albipictus, 810 
establishment, 810 
Ixodes scapularis, 810 
white-tailed deer, 810 
immature survivorship, 
Aedes albopictus, 689 
cytoplasmic incompatibility, 
689 
population replacement, 689 
Wolbachia, 689 
immunoglobulin, 
antibody, 539 
digestive tract, 539 
Sarcoptes scabiei, 539 
vaccine, 539 
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imported animals, 
exotic species, 1099 
foreign animal disease, 1099 
zoonotic disease, 1099 
in vivo screening, 
acaricide, 526 
cattle assay, 526 
ixodid, 526 
rat assay, 526 
infection, 
colonization, 962 
flora, 962 
spider, 962 
Staphylococcus aureus, 962 
infection prevalence, 600, 1269 
A. americanum, 1269 
Borrelia, 1269 
Borrelia burgdorferi, 600 
encounter frequencies, 1269 
I. scapularis, 1269 
Ixodes scapularis, 600 
Lyme borreliosis, 600 
spatial distribution, 600 
insecticide bioassays, 
Haematobia irritans irritans, 
896 
kdr, 896 
pyrethroid resistance, 896 
insecticide resistance, 267, 276, 
663, 878, 1082, 1171 
acetylcholinesterase, 878 
Anopheles arabienis, 276 
Anopheles funestus, 267 
Anopheles gambiae, 276, 1082 
Culex pipiens, 878 
decision support, 663 
gene mutation, 878 
glutathione S-transferase, 1171 
Iran, 1171 
Ivory Coast, 1082 
malaria, 663, 1082 
malaria vectors, 1171 
Mozambique, 267, 276 
pyrethroids, 267 
insecticide-treated bednets, 
Africa, 428 
malaria, 428 
insensitive acetylcholinesterase, 
Aedes aegypti, 1185 
cross-resistance, 1185 
Cuba, 1185 
internal transcribed spacer 2, 
Aedes, 40 
cytochrome oxidase I, 40 
dengue vector, 40 
phylogeny, 40 
invasion, 
Aedes albopictus, 1 
dispersal, 1 
New Zealand, 1 


Iran, 
glutathione S-transferase, 1171 
insecticide resistance, 1171 
malaria vectors, 1171 
Iraq, 
control, 647 
leishmaniasis, 647 
sand flies, 647 
surveillance, 647 
irrigation, 820, 996 
Anopheles, 820 
density, 820 
mosquito production, 996 
Pakistan, 996 
ponds, 996 
size, 820 
survivorship, 820 
wastewater, 996 
isometamidium chloride, 
Glossina, 564 
transmission, 564 
Trypanosoma brucei brucei, 
564 
Trypanosoma congolense, 564 
Italy, 159, 574 
Borrelia lusitaniae, 159 
Culex pipiens, 574 
Dirofilaria, 574 
Ixodes ricinus, 159 
Rhipicephalus, 159 
spotted fever group 
rickettsiae, 159 
vector, 574 
itching bites, 
mite, 610 
Pyemotes herfsi, 610 
ITS2, 
Anopheles fluminensis, 460 
PCR identification, 460 
repeat units, 460 
Ivory Coast, 
Anopheles gambiae, 1082 
insecticide resistance, 1082 
malaria, 1082 
Ixodes, 415, 743 
arthropod vectors, 743 
Borrelia burgdorferi, 743 
Dermacentor, 415 
disease reservoirs, 743 
geographical distribution, 415 
Haemaphysalis, 415 
modeling, 415 
Neotoma fuscipes, 743 
Ixodes pacificus, 120, 368 
birds, 368 
Borrelia burgdorferi, 368 
Borrelia miyamotoi, 120 
California, 120 
relapsing-fever group 
spirochetes, 120 
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Ixodes ricinus, 159, 731, 737, 1208 
Borrelia afzelii, 1208 
Borrelia lusitaniae, 159, 737 
complement, 1208 
Corymbia citriodora, 731 
cytokines, 1208 
Italy, 159 
lemon eucalyptus, 731 
p-menthane-3,8-diol, 731 
phagocytosis, 1208 
plant oils, 731 
Psammodromus algirus, 737 
reservoir, 737 
Rhipicephalus, 159 
spotted fever group 

rickettsiae, 159 
xenodiagnosis, 737 
Ixodes scapularis, 61, 403, 437, 
600, 762, 810, 957, 1142, 
1269 
Amblyomma americanum, 61, 
1269 
Anaplasma phagocytophilum, 
437 
Babesia odocoilei, 437 
blacklegged tick, 437, 1142 
Borrelia, 1269 
Borrelia burgdorferi, 61, 600, 
762 
deer browse-resistant exotic- 
invasive plants, 1142 
Dermacentor albipictus, 810 
Dermacentor variabilis, 61 
distribution, 762 
encounter frequencies, 1269 
establishment, 810 
geographic range, 403 
habitat, 403, 1142 
hosts, 1142 
Illinois, 810 
infection prevalence, 600, 1269 
Lyme borreliosis, 600 
Lyme disease, 61, 762, 957 
natural products, 957 
Ontario, 762 
polymerase chain reaction, 
437 
remote sensing, 403 
spatial distribution, 600 
survival, 403 
tick repellent, 957 
white-tailed deer, 810 

Ixodes scapularis nymphs, 
Borrelia burgdorferi, 166 
phenology, 166 
risk mapping, 166 
spatial clustering, 166 

ixodid, 
acaricide, 526 
cattle assay, 526 
in vivo screening, 526 
rat assay, 526 
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Ixodidae, 
Acari, 707 
acetylcholinesterase, 707 
kinetics, 707 
tick, 707 


Japanese encephalitis 
1076 
Culex vishnui, 185 
development, 185 
Getah, 1076 
Korea, 1076 
mosquitoes, 296, 1076 
survival, 185 
transmission, 296 
Uzbekistan, 296 
vector, 185 
virus, 1076 
West Nile, 296, 1076 
Japanese encephalitis virus, 
Armigeres subalbatus, 752 
parallel infection, 752 
Wolbachia, 752 


K 

kdr, 

Haematobia irritans irritans, 

896 

insecticide bioassays, 896 

iyrethroid resistance, 896 
Kenva, 473, 774 

adult mosquito collection, 473 

Anopheles, 473 

Anopheles ziemanni, 774 

ceiling net, 473 

human blood indices, 774 

malaria, 774 

resting box, 473 

sporozoite infection, 774 
<eys, 

16S sequence, 801 

Argas (Persicargas) keiransi, 

801 

New World Persicargas, 801 
kinetics, 

Acari, 707 

acetylcholinesterase, 707 

Ixodidae, 707 

tick, 707 
knockdown resistance, 

bioassay, 533 

Pediculus capitis, 533 

Pediculus humanus, 533 

pyrethroid resistance, 533 
Korea, 

Getah, 1076 

Japanese encephalitis, 1076 

mosquitoes, 1076 

virus, 1076 

West Nile, 1076 
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kriging, 
Aedes albopictus, 976 
oviposition, 976 
spatial analysis, 976 


L 
La Crosse encephalitis virus, 
Aedes triseriatus, 589 
arbovirus, 589 
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